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ER On the lower template strand, DMNA synthesis -
proceeds continuously in the 5'—= 3°
direction, the same as that of umaanding.
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Template strands

Unwinding —
and replication
Mewly

synthesized DA

On the upper template strand,

DMA synthesis begins at the fork and
proceeds in the direction opposite that of
unwwinding; so it soon runs out of template.

upper strand, at the fork, each time
proceeding awa].' from 1h-E fark.
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DA synthesis onithis strand s
discontinuous; short fragments of DNA
produced by discontinuous synthesis
are called Okazaki fragments.
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(b} Linear DNA

Telomeres I' In hinear DA with multiple onigins of
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Telomerase resolves the terminal primer problem.

Parental strand 3
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e Completion of the complementary strand
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